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File1/File2
Chiche(PMID: 24644022)-2014_M2.1_PAPER
FLORIO_NEOCORTEX_BASAL_RADIAL_GLIA_UP_MSigDB_C2
GSE45365_WT_VS_IFNAR_KO_BCELL_MCMV_INFECTION_UP_MSigDB_C7
Li(PMID: 24336226)-2013-MolSigVaccines_TBA (M246)_PAPER
LU_EZH2_TARGETS_DN_MSigDB_C2

GSE18791_CTRL_VS_NEWCASTLE_VIRUS_DC_10H_DN_MSigDB_C7
GSE2706_UNSTIM_VS_8H_R848_DC_DN_MSigDB_C7
Berry(PMID: 20725040)-2010_393Transcript_PAPER
HECKER_IFNB1_TARGETS_MSigDB_C2
GSE2706_2H_VS_8H_LPS_STIM_DC_DN_MSigDB_C7
GSE37533_PPARG2_FOXP3_VS_FOXP3_TRANSDUCED_CD4_TCELL_DN_MSigDB_C7
GSE18791_CTRL_VS_NEWCASTLE_VIRUS_DC_12H_DN_MSigDB_C7
GSE17974_IL4_AND_ANTI_IL12_VS_UNTREATED_72H_ACT_CD4_TCELL_DN_MSigDB_C7
Interferon_meta (PMID:21179087)_SignatureDB
TAKEDA_TARGETS_OF_NUP98_HOXA9_FUSION_10D_UP_MSigDB_C2

Cell membrane_UniProt-Keyword

CC_1p33_up (PMID:22740445)_SignatureDB
GSE19401_NAIVE_VS_IMMUNIZED_MOUSE_PLN_FOLLICULAR_DC_UP_MSigDB_C7
GSE16755_CTRL_VS_IFNA_TREATED_MAC_DN_MSigDB_C7
CC_1p5_up (PMID:22740445)_SignatureDB
NFkB_Up_BCR_paper (PMID:20054396)_SignatureDB
GSE22886_DAY0_VS_DAY1_MONOCYTE_IN_CULTURE_DN_MSigDB_C7
GSE41176_UNSTIM_VS_ANTI_IGM_STIM_BCELL_1H_UP_MSigDB_C7
TARTE_PLASMA_CELL_VS_PLASMABLAST_UP_MSigDB_C2
HALLMARK_TNFA_SIGNALING_VIA_NFKB_MSigDB_H
HALLMARK_INTERFERON_GAMMA_RESPONSE_MSigDB_H
GSE2706_UNSTIM_VS_2H_LPS_AND_R848_DC_DN_MSigDB_C7
Lenalidomide_induced_ABC (PMID:22698399)_SignatureDB
cytokine-mediated signaling pathway [GoID:GO:0019221; evidenceTypes:IBA|IC|IDA|IEA|IGI|IMP|ISS|NAS|TAS]_GeneOntology_BP
immune response [GoID:GO:0006955; evidenceTypes:IBA|IC|IDA|IEA|IEP|IGI|IMP|IPI|ISS|NAS|TAS]_GeneOntology_BP
Compagno(PMID: 19412164)_NFKB_PAPER
GSE41176_UNSTIM_VS_ANTI_IGM_STIM_BCELL_3H_UP_MSigDB_C7
Human Viral_Feuerhake05_64genes (15870177-TableS1a)_GeneSigDB
NFkB_Up_bothOCILy3andLy10 (PMID:15671525, 18160665)_SignatureDB
PHONG_TNF_RESPONSE_NOT_VIA_P38_MSigDB_C2

GSE17974_0H_VS_6H_IN_VITRO_ACT_CD4_TCELL_UP_MSigDB_C7
GSE17974_CTRL_VS_ACT_IL4_AND_ANTI_IL12_12H_CD4_TCELL_UP_MSigDB_C7
KRIGE_RESPONSE_TO_TOSEDOSTAT_24HR_UP_MSigDB_C2
BUYTAERT_PHOTODYNAMIC_THERAPY_STRESS_UP_MSigDB_C2
Human Bladder_Buytaert08_832genes (17952126-SuppTable1)_GeneSigDB
Human Breast_Creighton08_584genes (18757322-TableS3)_GeneSigDB
ZWANG_TRANSIENTLY_UP_BY_1ST_EGF_PULSE_ONLY_MSigDB_C2
GARY_CD5_TARGETS_UP_MSigDB_C2
BLUM_RESPONSE_TO_SALIRASIB_UP_MSigDB_C2
ELVIDGE_HYPOXIA_BY_DMOG_UP_MSigDB_C2
FORTSCHEGGER_PHF8_TARGETS_UP_MSigDB_C2
PODAR_RESPONSE_TO_ADAPHOSTIN_UP_MSigDB_C2
ELVIDGE_HYPOXIA_UP_MSigDB_C2
HALLMARK_MTORC1_SIGNALING_MSigDB_H
TIEN_INTESTINE_PROBIOTICS_24HR_DN_MSigDB_C2
KRIGE_RESPONSE_TO_TOSEDOSTAT_6HR_UP_MSigDB_C2
NAKAMURA_TUMOR_ZONE_PERIPHERAL_VS_CENTRAL_DN_MSigDB_C2
Mouse Breast_Crawford07_981genes (18081427-TableS8)_GeneSigDB

GSE21360_PRIMARY_VS_QUATERNARY_MEMORY_CD8_TCELL_DN_MSigDB_C7
GSE17974_CTRL_VS_ACT_IL4_AND_ANTI_IL12_4H_CD4_TCELL_UP_MSigDB_C7
GSE17974_CTRL_VS_ACT_IL4_AND_ANTI_IL12_6H_CD4_TCELL_UP_MSigDB_C7
Human Lung_Mikkonen10_416genes (20035825-TableS7a)_GeneSigDB
Human Brain_Berdasco09_154genes (20018718-TableS2)_GeneSigDB
WIERENGA_STAT5A_TARGETS_GROUP1_MSigDB_C2
MITSIADES_RESPONSE_TO_APLIDIN_UP_MSigDB_C2
MODULE_12_MSigDB_C4
MODULE_2_MSigDB_C4
Human Leukemia_Chiaretti04_314genes (14684422-TableS1)_GeneSigDB
WIERENGA_STAT5A_TARGETS_UP_MSigDB_C2
LEF1_UP.V1_UP_MSigDB_C6

GABRIELY_MIR21_TARGETS_MSigDB_C2
CTTGTAT_MIR381_MSigDB_C3
JOHNSTONE_PARVB_TARGETS_2_DN_MSigDB_C2
GSE21927_SPLEEN_C57BL6_VS_EL4_TUMOR_BALBC_MONOCYTES_UP_MSigDB_C7
Human Leukemia_McWeeney10_885genes (19837975-TableS1)_GeneSigDB
TGAATGT_MIR181A_MIR181B_MIR181C_MIR181D_MSigDB_C3
DACOSTA_UV_RESPONSE_VIA_ERCC3_DN_MSigDB_C2
SHEN_SMARCA2_TARGETS_UP_MSigDB_C2
Human Leukemia_Calln08_1020genes (18362358-Table7)_GeneSigDB
Mouse StemCell_Chambers07_1667genes (17676974-TableS1)_GeneSigDB
Human Breast_Mackay07_1395GenesUpRegulated (17555561-Table2)_GeneSigDB
SCHLOSSER_SERUM_RESPONSE_DN_MSigDB_C2
Human Liver_Tzur09_1908genes (19841744-TableS5)_GeneSigDB

Chiche(PMID: 24644022)-2014_M5.11_PAPER
GSE36476_YOUNG_VS_OLD_DONOR_MEMORY_CD4_TCELL_72H_TSST_ACT_DN_MSigDB_C7
Chiche(PMID: 24644022)-2014_M7.13_PAPER
Chiche(PMID: 24644022)-2014_M8.30_PAPER
Blood_Module-3.8_Undetermined (PMID:18631455)_SignatureDB
GSE18791_UNSTIM_VS_NEWCATSLE_VIRUS_DC_2H_DN_MSigDB_C7
GCM_GSPT1_MSigDB_C4
GSE22886_NAIVE_CD4_TCELL_VS_48H_ACT_TH1_UP_MSigDB_C7
regulation of cytoplasmic mRNA processing body assembly [GoID:GO:0010603; evidenceTypes:IBA|IDA|IEA|IMP]_GeneOntology_BP
GSE22886_NAIVE_CD4_TCELL_VS_12H_ACT_TH2_UP_MSigDB_C7
Li(PMID: 24336226)-2013-MolSigVaccines_enriched in nuclear pore complex interacting proteins (M247)_PAPER
GSE45365_WT_VS_IFNAR_KO_CD8A_DC_MCMV_INFECTION_UP_MSigDB_C7
Human Colon_Dessein10_744genes (20460542-SuppTable1)_GeneSigDB
GSE29617_DAY3_VS_DAY7_TIV_FLU_VACCINE_PBMC_2008_DN_MSigDB_C7

GINESTIER_BREAST_CANCER_ZNF217_AMPLIFIED_DN_MSigDB_C2
GSE16385_MONOCYTE_VS_12H_IL4_TREATED_MACROPHAGE_DN_MSigDB_C7
MILI_PSEUDOPODIA_HAPTOTAXIS_DN_MSigDB_C2
GSE6269_HEALTHY_VS_E_COLI_INF_PBMC_UP_MSigDB_C7
BLALOCK_ALZHEIMERS_DISEASE_UP_MSigDB_C2
DEBIASI_APOPTOSIS_BY_REOVIRUS_INFECTION_DN_MSigDB_C2
cytoplasmic vesicle part [GoID:GO:0044433; evidenceTypes:IBA|IC|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC
GSE369_PRE_VS_POST_IL6_INJECTION_SOCS3_KO_LIVER_DN_MSigDB_C7
GSE46606_IRF4MID_VS_WT_CD40L_IL2_IL5_DAY3_STIMULATED_BCELL_DN_MSigDB_C7
Chiche(PMID: 24644022)-2014_M6.10_PAPER
GSE24671_CTRL_VS_SENDAI_VIRUS_INFECTED_MOUSE_SPLENOCYTES_DN_MSigDB_C7
GSE11924_TFH_VS_TH17_CD4_TCELL_UP_MSigDB_C7
ROSS_AML_WITH_PML_RARA_FUSION_MSigDB_C2
MODULE_257_MSigDB_C4
NIKOLSKY_BREAST_CANCER_22Q13_AMPLICON_MSigDB_C2

Golgi apparatus_UniProt-Keyword

GSE22886_IGM_MEMORY_BCELL_VS_BM_PLASMA_CELL_DN_MSigDB_C7
GSE22886_IGG_IGA_MEMORY_BCELL_VS_BM_PLASMA_CELL_DN_MSigDB_C7
GSE22886_NAIVE_BCELL_VS_BM_PLASMA_CELL_DN_MSigDB_C7
Plasma_cell_gt_B_cell (PMID:17252022)_SignatureDB
GSE29614_DAY3_VS_DAY7_TIV_FLU_VACCINE_PBMC_DN_MSigDB_C7
Human Lymphoma_Chng09_174genes (18974375-TableS5b)_GeneSigDB
SHEDDEN_LUNG_CANCER_GOOD_SURVIVAL_A12_MSigDB_C2
TARTE_PLASMA_CELL_VS_B_LYMPHOCYTE_UP_MSigDB_C2
PASQUALUCCI_LYMPHOMA_BY_GC_STAGE_UP_MSigDB_C2
GSE12366_PLASMA_CELL_VS_MEMORY_BCELL_UP_MSigDB_C7
GSE12366_PLASMA_CELL_VS_NAIVE_BCELL_UP_MSigDB_C7
GSE40273_EOS_KO_VS_WT_TREG_UP_MSigDB_C7
Glycoprotein_UniProt-Keyword
endoplasmic reticulum [GoID:GO:0005783; evidenceTypes:HDA|IBA|IDA|IEA|IGI|IMP|IPI|ISS|NAS|TAS]_GeneOntology_CC
endoplasmic reticulum part [GoID:GO:0044432; evidenceTypes:IBA|IDA|IEA|IMP|IPI|ISS|NAS|TAS]_GeneOntology_CC
Signal_UniProt-Keyword

Chiche(PMID: 24644022)-2014_M4.16_PAPER
HUTTMANN_B_CLL_POOR_SURVIVAL_UP_MSigDB_C2
IRF4_ABC_induced_panB (PMID:22698399)_SignatureDB
Blood_Module-2.11_Undetermined (PMID:18631455)_SignatureDB
GSE4984_UNTREATED_VS_GALECTIN1_TREATED_DC_UP_MSigDB_C7
regulation of actin cytoskeleton organization [GoID:GO:0032956; evidenceTypes:IBA|IC|IDA|IEA|IGI|IMP|ISS|NAS|TAS]_GeneOntology_BP
LYF1_01_MSigDB_C3
GSE19198_6H_VS_24H_IL21_TREATED_TCELL_DN_MSigDB_C7
GSE6269_HEALTHY_VS_FLU_INF_PBMC_DN_MSigDB_C7
GSE6259_BCELL_VS_CD4_TCELL_UP_MSigDB_C7
Human Colon_Iizaka02_68genes (11906190-Table2a-2)_GeneSigDB
regulation of actin filament-based process [GoID:GO:0032970; evidenceTypes:IBA|IC|IDA|IEA|IGI|IMP|ISS|NAS|TAS]_GeneOntology_BP
supramolecular fiber organization [GoID:GO:0097435; evidenceTypes:IBA|IC|IDA|IEA|IGI|IMP|ISS|NAS|TAS]_GeneOntology_BP
actin cytoskeleton organization [GoID:GO:0030036; evidenceTypes:IBA|IC|IDA|IEA|IGI|IMP|ISS|NAS|TAS]_GeneOntology_BP

Chiche(PMID: 24644022)-2014_M7.3_PAPER
Chiche(PMID: 24644022)-2014_M8.54_PAPER
GINESTIER_BREAST_CANCER_ZNF217_AMPLIFIED_UP_MSigDB_C2
STAT5A_03_MSigDB_C3
Human Lung_Ma08_378genes (18440302-SuppTable1)_GeneSigDB
THUM_SYSTOLIC_HEART_FAILURE_DN_MSigDB_C2
SENGUPTA_NASOPHARYNGEAL_CARCINOMA_WITH_LMP1_UP_MSigDB_C2

GSE21546_UNSTIM_VS_ANTI_CD3_STIM_DP_THYMOCYTES_DN_MSigDB_C7
ELVIDGE_HYPOXIA_DN_MSigDB_C2
Chiche(PMID: 24644022)-2014_M7.4_PAPER
chr16p13_MSigDB_C1
chr17q25_MSigDB_C1
PRC2_EED_UP.V1_DN_MSigDB_C6
Human Bladder_Buytaert08_651genes (17952126-SuppTable2)_GeneSigDB
GSE24634_TREG_VS_TCONV_POST_DAY3_IL4_CONVERSION_UP_MSigDB_C7
Mouse StemCell_Chambers07_1521genes (17676974-TableS2)_GeneSigDB
Human Colon_Grade07_1950genes (17210682-SuppTable2)_GeneSigDB
JAK2_upregulated_PMBL (PMID:21156283)_SignatureDB
MORF_DDB1_MSigDB_C4
MORF_PHB_MSigDB_C4

LU_EZH2_TARGETS_UP_MSigDB_C2

Human StemCell_Li05_279genes (15988031-TableS5)_GeneSigDB
HIF1alpha_1.5x_down (PMID:15374877)_SignatureDB
MANALO_HYPOXIA_DN_MSigDB_C2
FISCHER_DREAM_TARGETS_MSigDB_C2
DUTERTRE_ESTRADIOL_RESPONSE_24HR_UP_MSigDB_C2
FUJII_YBX1_TARGETS_DN_MSigDB_C2
BLUM_RESPONSE_TO_SALIRASIB_DN_MSigDB_C2
GOBERT_OLIGODENDROCYTE_DIFFERENTIATION_UP_MSigDB_C2
PUJANA_BRCA2_PCC_NETWORK_MSigDB_C2
ZHANG_TLX_TARGETS_60HR_DN_MSigDB_C2
MARSON_BOUND_BY_E2F4_UNSTIMULATED_MSigDB_C2
Human StemCell_Matushansky08_1453genes (18310505-TableS7)_GeneSigDB
LEE_BMP2_TARGETS_DN_MSigDB_C2
KINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP_MSigDB_C2
DODD_NASOPHARYNGEAL_CARCINOMA_DN_MSigDB_C2
RODRIGUES_THYROID_CARCINOMA_POORLY_DIFFERENTIATED_UP_MSigDB_C2
Rat Hypothalamic_Mansuy10_1931genes (20937356-TableS2)_GeneSigDB
OCT2_shRNA_OCT2_ChIP (PMID:26993806)_SignatureDB
PUJANA_CHEK2_PCC_NETWORK_MSigDB_C2
HALLMARK_MYC_TARGETS_V1_MSigDB_H
Myc_ChIP_PET_Expr_Up (PMID:17093053)_SignatureDB
WINNEPENNINCKX_MELANOMA_METASTASIS_UP_MSigDB_C2
WEI_MYCN_TARGETS_WITH_E_BOX_MSigDB_C2
HAMAI_APOPTOSIS_VIA_TRAIL_UP_MSigDB_C2
MILI_PSEUDOPODIA_HAPTOTAXIS_UP_MSigDB_C2
JOHNSTONE_PARVB_TARGETS_3_DN_MSigDB_C2

Human Breast_Nagaraja10_1345genes (20081105-ST-1)_GeneSigDB

GSE17974_0H_VS_4H_IN_VITRO_ACT_CD4_TCELL_DN_MSigDB_C7
Human Breast_Harvell_194genes (16239301-SuppTable2a)_GeneSigDB
mitochondrial translational elongation [GoID:GO:0070125; evidenceTypes:IBA|TAS]_GeneOntology_BP
Mitochondrion_UniProt-Keyword
KRIGE_RESPONSE_TO_TOSEDOSTAT_6HR_DN_MSigDB_C2
KRIGE_RESPONSE_TO_TOSEDOSTAT_24HR_DN_MSigDB_C2
mitochondrial gene expression [GoID:GO:0140053; evidenceTypes:IBA|IDA|IEA|IMP|ISS|TAS]_GeneOntology_BP
SANSOM_APC_TARGETS_REQUIRE_MYC_MSigDB_C2
YAO_TEMPORAL_RESPONSE_TO_PROGESTERONE_CLUSTER_17_MSigDB_C2
mitochondrial inner membrane [GoID:GO:0005743; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC
mitochondrial envelope [GoID:GO:0005740; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC
mitochondrial membrane [GoID:GO:0031966; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC
mitochondrial protein complex [GoID:GO:0098798; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC
organelle inner membrane [GoID:GO:0019866; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC
mitochondrial part [GoID:GO:0044429; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC

KEGG_OXIDATIVE_PHOSPHORYLATION_MSigDB_C2
KEGG_PARKINSONS_DISEASE_MSigDB_C2
REACTOME_RESPIRATORY_ELECTRON_TRANSPORT_ATP_SYNTHESIS_BY_CHEMIOSMOTIC_COUPLING_AND_HEAT_PRODUCTION_BY_UNCOUPLING_PROTEINS__MSigDB_C2
inner mitochondrial membrane protein complex [GoID:GO:0098800; evidenceTypes:IBA|IDA|IEA|ISS|NAS|TAS]_GeneOntology_CC
respiratory chain complex [GoID:GO:0098803; evidenceTypes:IBA|IDA|IEA|ISS|NAS|TAS]_GeneOntology_CC
MOOTHA_VOXPHOS_MSigDB_C2
REACTOME_RESPIRATORY_ELECTRON_TRANSPORT_MSigDB_C2
mitochondrial membrane part [GoID:GO:0044455; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_CC
oxidative phosphorylation [GoID:GO:0006119; evidenceTypes:IBA|IC|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_BP
mitochondrial respirasome [GoID:GO:0005746; evidenceTypes:IBA|IDA|IEA|ISS|NAS|TAS]_GeneOntology_CC

Cadmium_UniProt-Keyword
cellular response to copper ion [GoID:GO:0071280; evidenceTypes:IBA|IDA|IEA]_GeneOntology_BP
cellular zinc ion homeostasis [GoID:GO:0006882; evidenceTypes:IBA|IDA|IEA|IEP|IMP|ISS|TAS]_GeneOntology_BP
Metallothionein_Node595 (PMID:15075390)_SignatureDB
zinc ion homeostasis [GoID:GO:0055069; evidenceTypes:IBA|IDA|IEA|IEP|IMP|ISS|TAS]_GeneOntology_BP
stress response to metal ion [GoID:GO:0097501; evidenceTypes:IBA|IEA|IMP|ISS]_GeneOntology_BP
cellular response to cadmium ion [GoID:GO:0071276; evidenceTypes:IBA|IDA|IEA|IMP]_GeneOntology_BP
detoxification of inorganic compound [GoID:GO:0061687; evidenceTypes:IBA|IEA|IMP|ISS]_GeneOntology_BP
Human Lung_Magda08_21genes (18593933-Table1a)_GeneSigDB
Metal-thiolate cluster_UniProt-Keyword
detoxification of copper ion [GoID:GO:0010273; evidenceTypes:IBA|IMP|ISS]_GeneOntology_BP
cellular response to zinc ion [GoID:GO:0071294; evidenceTypes:IBA|IDA|IEA|IMP|ISS|TAS]_GeneOntology_BP
response to cadmium ion [GoID:GO:0046686; evidenceTypes:IBA|IDA|IEA|IMP]_GeneOntology_BP
stress response to copper ion [GoID:GO:1990169; evidenceTypes:IBA|IMP|ISS]_GeneOntology_BP
ZHENG_RESPONSE_TO_ARSENITE_UP_MSigDB_C2

ACEVEDO_LIVER_CANCER_UP_MSigDB_C2
REACTOME_INFLUENZA_VIRAL_RNA_TRANSCRIPTION_AND_REPLICATION_MSigDB_C2
Chiche(PMID: 24644022)-2014_M7.20_PAPER
Chiche(PMID: 24644022)-2014_M5.2_PAPER
YU_MYC_TARGETS_UP_MSigDB_C2
ACEVEDO_NORMAL_TISSUE_ADJACENT_TO_LIVER_TUMOR_UP_MSigDB_C2
Chiche(PMID: 24644022)-2014_M4.5_PAPER
REACTOME_3_UTR_MEDIATED_TRANSLATIONAL_REGULATION_MSigDB_C2
REACTOME_NONSENSE_MEDIATED_DECAY_ENHANCED_BY_THE_EXON_JUNCTION_COMPLEX_MSigDB_C2
REACTOME_TRANSLATION_MSigDB_C2
REACTOME_PEPTIDE_CHAIN_ELONGATION_MSigDB_C2

KEGG_METABOLISM_OF_XENOBIOTICS_BY_CYTOCHROME_P450_MSigDB_C2
KEGG_GLUTATHIONE_METABOLISM_MSigDB_C2
YANG_MUC2_TARGETS_DUODENUM_6MO_DN_MSigDB_C2
glutathione transferase activity [GoID:GO:0004364; evidenceTypes:IBA|IDA|IEA|ISS]_GeneOntology_MF
MODULE_310_MSigDB_C4
cellular modified amino acid metabolic process [GoID:GO:0006575; evidenceTypes:IBA|IDA|IEA|IMP|ISS|NAS|TAS]_GeneOntology_BP
glutathione derivative metabolic process [GoID:GO:1901685; evidenceTypes:TAS]_GeneOntology_BP
glutathione derivative biosynthetic process [GoID:GO:1901687; evidenceTypes:TAS]_GeneOntology_BP
glutathione metabolic process [GoID:GO:0006749; evidenceTypes:IBA|IDA|IEA|IMP|ISS|TAS]_GeneOntology_BP
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